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Abstract : In order to isolate and identify the pathogens that caused the occurrence of short beaks, protruding tongues,
growth inhibition and rapid increase of the death and elimination rate in the Cherry Valley ducks, study the genetic
evolution characteristics of related genes, so as to explore the clinical solutions, PCR method was used to detect the
pathogens in diseased ducks in 3 farms, and virus isolation was carried out towards the samples which were detected
parvovirus-positive, then VP3 genes of isolated viruses were sequenced and analyzed. The results showed that 3 strains of
virus were isolated, which were respectively named as YC1. SQI and SQ2. According to the sequence alignment, the
nucleotide homology of V'P3 genes between these 3 strains and duck-derived goose parvovirus which was isolated from
Cherry Valley ducks of China before was over 99% ; when compared with the virus isolated from Muscovy ducks, the
homology was 95% to 99%, while it was over 95% when compared with the classical gosling plague virus. Results showed
that, the outbreak of short beak and dwarf syndrome (SBDS) in the dark farms was caused by new duck-derived goose
parvovirus, the isolates were more closely related to virus isolated from Europe, indicating that the 3 isolated strains could
be introduced into China, or evolved from European isolates.
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