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Abstract: In order to find out the prevalence status of cow brucellosis in Yongjing County of Gansu Province and to
determine the types of infection strain, during 2013 to 2017, brucellosis surveillance was carried out towards cows
over 8 months of age, and 3 spleen samples were detected Brucella-positive in 2016. Then isolation and identification
of Brucella in suspected samples was carried out. Results showed that during 2013 to 2014, 444 cows were tested,
no positive cow was found; during 2015 to 2016, 706 cows were tested, and 63 of them were detected brucellosis-
positive, the individual positive rate was 8.92%. For the 3 suspected spleen samples, PCR tests all showed positive
results. After 15 days of bacteria isolation and culture, bacteria colonies only grew in one culture plate. At last, one
bacterial strain was isolated. Through AMOS-PCR detection, the amplified band revealed the characteristic of Brucella
abortus, also, the sequencing results of omp25 gene of the isolate showed high consistency with that of Brucella
abortus. In conclusion, the research results would provide technical supports for brucellosis prevention and control in
Yongjing County.
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AMOS-PCR & %: ExTaq mix 25 uL.
AMOS- (A1) 1 uL. AMOS- (M) 1.5 pL.
AMOS-(0)1.5 uL.AMOS-(S)1 pL.AMOS-(A2)
1 uL. AMOS- (IS711) 2 uL. DNA #4g 3 pL.
ddH,O 14 pL. MM 95 °C 5 min, 40 fE¥H:
94 ‘C 1 min, 60 C 1.5 min, 72 ‘C 1 min; %5
72 CHEH 10 min. BI¥ W% 1.

=1 S EE AMOS-PCR #&

HEZ] i) (55—37)
AMOS- (A1) 5’-gac gaa cgg aat ttt tcc aat ccc-3”
AMOS- (M) 5 -aaa tcg cgt cct tge tgg tet ga-3”
AMOS- (0) 5"-cgg gtt ctg gea cca teg teg-3”
AMOS- (S) 5'-geg cgg tit tct gaa ggt teca gg-3”
AMOS- (A2) 5"-gcg cag cgt tge ggce aat tg-3”
AMOS- (IS711) 5’-tgc cga tca ctt aag ggce ctt cat-3”
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B REE D % A A B %
2013 %9 A 528 295 0 0 30 0 0
2014 % 9—10 A 512 149 0 0 28 0 0
20154 10 A 527 221 24 10.9 27 4 14.80
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2016 £ 3—4 A 619 485 39 8.04 40 17.50
2017 57 A 430 281 1 0.36 35 2.86
& it 2676 1431 64 447 160 12 7.50
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BIRAS B AR omp25 JEIH 7 51 5 B 4 A L A
FPH e E—3, RS KR AR 75 (A
3. B4 .
3 it

ASEE 1971 IR . R WE
G E S VAT N S A B IR B R A



Im = g

M. 2000 bp NDA Marker; 1. & H{t A7 & K, 5 5 P&
2EFEKEAE, 3. B HRAT A EREYT G
E 2 AMOS-PCR ¥XFELHR

TCTCGTAATCGTCTCGGCTGCGCTGCTGCCGTTCTCTGCGACCGCTTTTGCTGCCG
ACGCCATCCAGGAACAGCCTCCGGTTCCGGCTCCGGTTGAAGTAGCTCCCCAGTA
TAGCTGGGCTGGTGGCTATACCGGTCTTTACCTTGGCTATGGCTGGAACAAGGCCA
AGACCAGCACCGTTGGCAGCATCAAGCCTGACGATTGGAAGGCTGGCGCCTTTGC
TGGCTGGAACTTCCAGCAGGACCAGATCGTATACGGTGTTGAAGGTGATGCAGGT
TATTCCTGGGCCAAGAAGTCCAAGGACGGCCTGGAAGTCAAGCAGGGCTTTGAA
GGCTCGCTGCGTGCCCGCGTCGGCTACGACCTGAACCCGGTTATGCCGTACCTCA
CGGCTGGTATTGCCGGTTCGCAGATCAAGCTTAACAACGGCTTGGACGACGAAAG

CAAGTTCCGCGTGGGTTGGACGGCTGGTGCCGGTCTCGAAGCCAAGCTG

3 omp25 BEENFLER

Brucella abortus strain S19
Brucella melitensis isolate 9916395
Brucella cetaceae B202R
pi

Brucella pinni B2/94

Brucella abortus isolate 94A5678

Brucella abortus isolate 544

Brucella canis isolate F8672
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4 TERKE omp2s ERRGELER

1983 FAk B | “4H| X 7 ArdfE, 1995 FikF] T “Fa
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AR RIS, R Bz E S 18 AR H FH 1
A4, AR IEIIAE 2015—2016 589/ HY 63 LA
PEZE, ANMABH MR EIA 8.9%. A KDL, XL
1] A N, R 11 AN BE P A B
i, Jf 3R EFRAEE, A AR A 1 X

 (GRZ YT

W, RUKEERIGA4 “ V5 AR ” fF1EIRT .

2017 7k BRI gy 4 281 3k, R HIAGTE I
B BHTE 1 3k, AMARFE M2 T B3] 0.36%; Al
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TECE SRR .. S5, B
WK, RAEZDIERE 2 IR AT I . 1 IR IR
N GUA A o

B LA AT 75 FR 1 PR AT, A AR T
JEH X, o B AT & FC R 5] G A AT ™
Jr i X H B Rk Y. TR
17, TEVPEHHIX, b EAth A & DR 0 B A= AR 1)

FERR O, A RANE B S S e R, &
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